The complete mitochondrial genome of Myotis lucifugus (Chiroptera: Vespertilionidae).
The mitochondrial genome of the little brown bat, Myotis lucifugus (Chiroptera: Vespertilionidae), is a circular molecule of 17,038 bp in length, containing 22 transfer RNAs genes, 13 protein-coding genes, two ribosomal RNAs, and one D-loop region. The A + T content of the overall base composition of the H-strand is 63.2% with individual nucleotides comprising T 29.8%, C 23.4%, A 33.3%, and G 13.5%. In BI and ML trees, we found M. lucifugus is a sister clade to M. brandtii, Myotis is a sister clade to Murina, and Pipistrellus is a sister clade to (Chalinolobus + (Eptesicus + Vespertilio)) (1.00 in BI, >100% in ML). The monophyly of Myotis, Murina, and Plecotus is well supported (1.00 in BI, 100% in ML).